AVENIO ctDNA and Tumor Tissue Expanded Panel V2 (Roche)

This 77-gene research panel, included in the AVENIO ctDNA Expanded Kit V2 and the AVENIO Tumor Tissue Expanded Kit V2, contains biomarkers associated with
various cancer types from 17 genes in the U.S. National Comprehensive Cancer (NCCN) Guidelines*, plus 60 additional biomarkers relevant in clinical research.
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All coding regions are based on the longest transcript from Ensembl build 82.
* National Comprehensive Cancer Network. N Accessed on August 2, 2023.

* Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”, except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels.
§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software.
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All coding regions are based on the longest transcript from Ensembl build 82.

* National Comprehensive Cancer Network. http://www.ncen.org, Accessed on August 2, 2023.
* Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”, except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels.

§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software.
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All coding regions are based on the longest transcript from Ensembl build 82.

* Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”, except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels.
§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software.
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All coding regions are based on the longest transcript from Ensembl build 82.

*t Certain variants are associated with sensitivity to irinotecan.

*Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”
§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software.

8§ Indel for TP53 is called for tissue only, not plasma.

Associations of variations or mutations in these genes with the listed diseases were sourced from the

following: COSMIC, GeneCards, My Cancer Genome.
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", except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels.

AVENIO is a trademark of Roche. All other product names and
trademarks are the property of their respective owners.
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